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Table 1. Names, growth habitation and pedigree of rainfed wheat genotypes
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2 Sardari Winter Olbews S 15 Florkawa-2 Spring 2/KAUZ1CA94

Purification of local wheat in the
Kurdistan Region
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ICARDA Liis b ol b 2o o5,

Cultivar from ICARDA
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. . CHEN/AGILOPS.SQUA
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E
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Table 2. Name, sequence, annealing temperature and chromosomal location of primers used in this study
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Figure 1. Extracted genomic DNA from some wheat genotypes
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Figure 2. Dendrogram of rainfed wheat genotypes using UPGMA method based on Jaccard's coefficient for SSR
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Abstract

In this study, genetic diversity of 25 rainfed bread and durum wheat genotypes were assessed using 20
SSR primers that all of them were generated scorable bands. Totally 69 alleles (ranged between 2
allele for Xcfd40 and Xgwm369, and 5 allele for Xbarc54 primers per each locus), were distinguished.
Polymorphic information content (PIC) for all SSR primers was calculated. The highest (0.98) and the
lowest (0.64) amount of PIC was pertained to Xcfd40 and Xgwm30 primers, respectively. Based on
similarity matrix, the highest and lowest genetic similarity was belonged to Seri82 and Seri (0.86) and
Sita/chil and Baviacora (0.14), respectively. Cluster analysis could distinct spring and winter wheat
genotypes and as well as bread and durum wheat genotypes. It was concluded that SSR marker was
suitable for evaluation of genetic diversity in rainfed wheat genotypes. This genetic diversity can be
used in wheat breeding programs.
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